Sepsil Core €30, 2.6 um
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Sepsil Core C30 2.6um 12nm 95m?/g 7% C30 T™MS 60 MPa 15-9
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Company A C30, 5 pm Ligand density = 1.9 umol/m? Column dimension: 250 x 4.6 mm
3 Mobile phase: methanol/water = 97/3
2 a,3=1.048 Flow rate: 1.0 mL/min
4 Rs;3=1.30 Temperature: 30 °C

Detection: UV@295 nm

Sample, Ho.
Ligand density = 3.7 umol/m? 1 = &-tocopherol W
HO.
,5=1.062 2 = y-tocopherol M
Rs,,=0.85 N
2,3 3 = B-tocopherol W
Ligand density = 3.0 umol/m? o
4 = a-tocopherol o

a,5=1.0

Company B
C30, 5 pum

Conventional C18, 5 um
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HPLC HPLC condition
Sepsil Core C30 Column: Sepsil Core C30, 2.6 um 50 x 3.0 mm
Mobile phase: Methanol

Rs=2.15 )
cis Flow rate: 0.80 mL/min
( Temperature: 15 °C
o 1 2 3 4 .
Retention time / min Detection: UV@250 nm
r T T T T T T 1 Sample: Vitamin K1 isomers (trans and cis)
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Retention time/min sub 2 um C18 column e, - A "O
Rs=1.73

Column: SunShell C30, 2.6 pm 150 x 3.0 mm
Mobile phase: Methanol/water = 97/3
Flow rate: 0.43 mL/min
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Temperature: 25°C Retention time / min L, H ¥ H Ve, Sy
Detection: UV@295 nm _ e

Iy e _n. 3 MBI U TR S E, AT 2umiEESFC EBRFUIMERD B, B
Sample: 1 = 6-tocopherol, 2 = y-tocopherol, 3 = B-tocopherol, TE 5 B b 85 F EHPLC L B Sepsil Core C18HE.
k 4 = a-tocopherol Y & = epsiiCore j
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/ Sepsil Core C30 Company C core shell C30 \
Column: Sepsil Core C30, 2.6 um 100 x 2.1 mm
a=1.042 3590 a=1.024 Company C core shell C30,2.6 pm 100 x 2.1 mm
| N Mobile phase: methanol/water = 96/4
- - Flow rate: 0.35 mL/min
a=1.065 AA 30°C a=1.031 jt Detection: UV@250 nm
1 N Sample: vitamin K1 isomers (trans and cis).

a=1.094 . a=1.042
25°C trans i
I —
a=1.130 a=1.061
o "
) 20°C X cis

a=1.167 trans cis a=1.080 trans
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